Heller Ehrman whjte & mcauliffe LLP 

Sheet 1 of 8 

Title: USE OF NUCLEOTIDE ANALOGS IN THE ANALYSIS 
OF OLIGONUCLEOTIDE MIXTURES AND IN HIGHLY 
MULTIPLEXED NUCLEIC ACID SEQUENCING. 

Applicant: Cantor et al.. 

Serial No. 09/880,988 Filed June 13, 2001 

Our Docket No.: 25491-2408 



FIG. 1a 

Sequence #7: AGCGTA 



FIG. 1b 

Sequence #2: GATCCT 
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Sequence #2: CATGC 
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Sequence #3: CATGC 
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Sequence #2: TCAGG 
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Sequence #4: AACTC 
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Base composition density distributions for 
7-mers using different nucleotide sets. 
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Naturally Occurring Bases 
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